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COPD, asthma and IPF. * Library preparation and Microarray analysis: GeneChip™ WT Pico kit (Cat# 902622 and 902623, Applied Biosystems, Foster (GCA) 1-1 regulatory region
. - - city, CA) was employed for transcriptome profiling of the RNA isolated from various experimental groups. The library preparation TC0700010504.hg.1 OSBPL3 0.721080223  6.85E-05 | Oxysterol binding
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investigated as potential diagnostic biomarkers, especially for| | Genomics at SUNY Albany. DL oS | 25575 | nannotatee

cancers. o Statistical analysis: The long non-coding RNA (IncRNA) data from two batches were first normalized and they analyzed In the “
‘Cigarette SmOking has been found to alter IncRNA associlated R/Bioconductor. Volcano plots were generated to highlight significant INCRNAs with Signiﬁ(_:ant fOId _Changes (> 2-fold chang_es) TC0800007593.hg.1 zoyberby 1.81372327 | 4.40E-05 |Endonuclease reverse
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that tobacco smoke exposure can alter the IncRNA profile TR T T 3o o e
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*Smoking habits amongst adults and adolescents are not transcriptase
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confined to combustible tobacco cigarettes only. In the last
_ _ IncRNA from plasma exosomes from non-smokers, IncRNA from plasma exosomes from non-smokers,
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to pU|m0nary pathOIOgleS Ilke COPD; aSth ma or IPF differentially expressed IncRNAs amongst (A) Cigarette smokers vs. non-smokers, (B) E- || Cigarette smokers and E-cig users. These IncRNAs were identified based on individual bmdmg In the plasma'denved exosomes from €-CIg USEIS as
cig users vs. Non-smokers, and (C) Cigarette smokers vs. E-cig users. Log, fold change || pairwise comparisons (with unadjusted raw p-value; P < 0.05). Each row represents Compared to their non_smoking controls.
(cut-off = + 1, vertical lines) was plotted against the —log,, p-value (cut-off = 4, horizontal || individual IncRNA, and each column represents individual sample. The relative IncRNA

line). Adjusted p-value is p-value <=0.0001. expression is depicted according to the color scale as shown at the right side of the figure.
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