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Metabolic Dysregulation-Mediated Pulmonary Innate Immune Response
In Acute Exposure to Menthol and Tobacco-Flavored E-cigarettes
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INTRODUCTION

= Electronic Nicotine Delivery Systems (ENDS) flavors 1. menthol and tobacco exposure altered inflammatory genes
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SUMMARY

» Significant alterations in genes associated with inflammation
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RESULTS

3. Acute menthol and tobacco exposures altered metabolic pathways.
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